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O^P^^ Figure 4A: Aligned hedg-5 cDNA and predicted amino acid 

sequence. The first 250 bp of DNA sequence (lower case) is 
MAR 1 t 2004 ' derived from genomic DNA flanking the 5' end of the cDNA 

^ insert from clone pC3-hedg5-3. Sequences from nt 251-1523 are 
^ shown in lower case wherever apparent polymorphisms in 
^^'jAOt^t^^ different human clones were found* Coding region polymorphisms 
are detailed in Table 1. One intron exists within the coding 
region of hedg-5, located between nt 996/997 of the cDNA 
sequence shown. 

caccttcctaacctgagcggcctagcctgggaaacaaacaattaaaatgtgcgctaaat:g 

1 - + + + + + 60 

gtggaaggattggactcgccggatcggaccctttgtttgttaattttacacgcgactcac 

ctgtggtaggaggtcaggggctatgtcctggaccaaaggacatttgcactgagacctgac 
61 + + + ^ + 120 

gacaccatcctccagtccccgatacaggacctggtttcctgtaaacgtgactGtggactg 

acttcaggtcttcaaptcccttgatgggagttagccagaacgggcttagaaacagcaatt 

121 - - + ^- + - + + + + 180 

tgaagtccagaagttgagggaactaccctcaatcggtcttgcccgaatctttgtccrtaa 

gatggcttagtgactgattttacaaatgatatttgtttrcttctttaaatttctttctagg . 
181 + .--- + --. + + ----+ 24 0 

ctaccgaatcactgactaaaatgtttactataaacaaagaagaaatttaaagaaagatcc 

MNECH YDKHMD FFY 
atgttcacttCTTCTCCACAATGAATGAGTGTCACTATGACAAGCACATGGACTTTTTTT 
241 --..-. + ------.- — + --- + -•^-•^ + + 300 

tacaagtgaagaagAGGTGTTACTTACTCACAGTGATACTGTTCGTGTACCTGAAAAAAA 

nrsnt dt vddwtgtkLvivl 
ataataggagcaacactgatactgtcgatgactggacaggaacaaagcttgtgattgttt 

301 + + + + + 360 

TATTATCCTCGTTGTGACtATGACAGCTACTGACCTGTCCTTGTTTCGAACACt^ 

CVGTFFCLFIFF SN SLVI AA 
TGTGTGTTGGGACGtTTTtCTGCCTGTTtATTTTTTTTTCTAATTCTCTGGTCATCGCGG 

361 + - + -^--- + + - + .^ .+ 420 

ACACACAACCCTGCAAAAAGAGGGACAAATAAAAAAAAAGATTAAGAGACCAGtAGCGCC 

V I KN R K F H F P F Y Y Ii LA NL AA, 
CAGTGATCAAAAACAGAAAATTTCATTTCCCCTTtTACTACCTGTTGGCTAATTTAGCTG 

421 -+ + --^^ + --, - + 480 

GTCACTAGttTTTGTCTTtTAAAGTAAAGGGGAAAATGATGGACAACCGAI^ 

A D F FAG I A Y V F L M F N T G P V S 
CtGCCGATTTCTTGGCTGGAATtGCCTATGTATTCCtGAtGTTTAACACAGGGCqXGTCT 

4 81 + - ^ + . + + .-.- + 54 0 

GACGGCTAAAGAAGCGACCTTAACGGATACATAAGGACtACAAATTGTGTCCGGGTCAAA 

KTLTVNRWFLRQGLLD S SL T 
CAAAAACTTTGACTGtCAACCGCTGGriTCtCCGTCAGGGGCTTCTGGACAGTAGCTTGA 

541 - + + ^ + + + 600 

GTnTTGAAACTGACAGtTGGCGACCAAAGAGGCAGTCCCCGAAGACCTGTCATGGAACT 
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CTGCTtCCCTCACCAACTTGCTGGttATCGCCGTGGAGAGGCACATGTCAATCATGAGGA 
601 - + --- + + + + + 660 

GACGAAGGGAGTGGTTGAACGACCAATAGCGGCACCTCTCCGTGTACAGTTAGTACTCCT 

R VHS NLTKKRVTLLILIi V W A 
TGCGGGTCCATAGCAACCtGACCAAAAAGAGGGTGACACTGCTCATTTTGCTTGTCTGGG 
661 + ^-^-. + - . + + 720 

ACGCCCAGGTATCGTTGGACTGGtTTTTCTCCCACTGTGACGAGTAAAACGAACAGACCC 

lAIFMGA VP TL GWNCLCNIS 
CCATCGCCATtTTTATGGGGGCGGTCCCCACACTGGGCTGGAATTGCCTCTGCAACATCT 
721 ---- + + + + 

GGTAGCGGTAAAAATACCCCCGCCAGG(3GTGTGACCGGACCTTAAGGGAGACGTTGTAGA 

A C S S L A P l y S R S. Y h V F W T V S 
CTGCCTGCTCTTCCCTGGCCCCCATTTACAGCAGGAGTTACCTTGTTTTGTGGACAGTGT 
781 + .'^""^ - + + + + 840 

GACGGACGAGAAGGGACCGGGGGTAAATGTCGtCCTCAATGGAACAAAAGACCTGTCACA 

NLMAF L I M V VVYLR I YVYVK 

CCAACCTCATGGCCTTCCTCATCATGGTTGTGGTGTACCTGCGGATCTACGTGTACGTCA 
841 + + - ^ ...^ ^ 

GGtTGGAGTACCGGAAGGAGTAGTACCAACACCACATGGACGCCTAGATGCACATGCAGT 

RKTN VLS PHT SGSISRRRTP 
AGAGGAAAACCAACGTCTTGTCTCCGCATACAAGTGGGTCCATCAGCCGCCGGAGGACAC 
901 - + + : + + + --^- + 960 

TCTCCTTttGGTTGCAGAACAGAGGCGTATGTTCACCCAGGTAGTCGGCGGCCTCCTGTG 

MKIiMKT VMf.VLGAFVV CWTP 
CCATGAAGCTAATGAAGACGGTGATGACTGTCTTAGGGGCGTTTGTGGTATGCTGGACCC 

961 + + + + + -+ 102 0 

GGTACTtCGATTACTTCTGCCACTACTGACAGAATCCCCGCAAACACCATACGACCTGGG 

G LV V L P L DG L N C R Q C G V.QH V 
CGGGCCTGGTGGTTCtGCCCCTCGACGGCCTGAACTGCAGGCAGTGTGGCGTGCAGCATG 

1021 -- - + + - .-^--•^ + + -+ 1080 

GCCCGGACCACCAAGACGGGGAGCTGCCGC5ACTTGACGTCCGTCACACGGCACGTCGTAC 

KR W F L L L AL L N S V V N P. I I Y S 
. tGAAAAGGTGGTTCCtGCTGCTGGCGCTGCTCAACTGGGTCGTGAACCCCATCATCTACt 

1081 + + -> + - + - + 1140 

. ACTTTTCGACCAAGGACGAGGACCGCGACGAGTTGAGGCAGCACTTGGGGTAGT^^ 

YK D EDMYGT M K KM I CC FSQE 
CCTACAAGGACGAGGACATGtATGGCACCATGAAGAAGATGATCTGCTGCTTCTCTCAGG 

1141 + + + + 1200 

GGATGTTCCTGCTCCTGTACATAGCGTGGtACTtCTTeTACTAGACGACGAAGAGAGTCC 

NPE R RP SRIP STVLS RSD TG 
AGAACCCAGAGAGGCGtCCGTCTCGCATCCCCTCCACAGTCCTCAGCAGGAGTGACACAG 

1201 + + + ^ + .--.. + + 1260 

TCTTGGGTCTCTCCGCAGGGAGAGCGTAGGGGAGGTGTCAGGAGtCGTCCTCACTGTGtC 

SQYIE D.SI .SQGAVCNKSTS* 
GCAGCCAGTACATAGAGGATAGTATTAGCCAAGGTGCAGTCTGCAATAAAAGCACTTCCT 
1261 -..^ + + + 4. + . 1320 

CGTCGGTCATGTAtCTCCTATCATAATCGGTTCCACGTCAGACGTTATTTTCGTGAAGGA 
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AAACTCTGGATGCCTCTYGGCCCACCCAGGCCTCCTCTGGGAAAAGAGCTGTTAAGAATG 
1321 + — + ^-- + + + ^ - i3go 

TTTGAGACCTACGGAGARCCGGGTGGGtCCGGAGGAGACCCTTTTCTCGACAATtCTTAC 

ATtACCtGTCTCTAACAAAGCCCATGTACAGtGTTATTTGAGGTCTCCATTAAT 
1381 + - + + ,--- + .^-.^ + ^ + 1440 

TAATGGACAGAGATTGTTTCGGGTACATGTCACAATAAACtCCAGAGGTAATTAGTGACG 

TAGATTTCTtTAAAAAATTTTTTTTCATAGTTtAAAAGCATC 
1441 + + + --- + ---. 1500 

ATCTAAAGAAATTTTTTAAAAAAAAGTATCAAATTtTCGTACTC 

TGCTGCATTTAGAGAAAGCACAG 

1501 - + 1523 

. ACGACGTAAATCTGTTTCGTGTC 



Figure 4B: Predicted amino acid sequence of hEDG5 encoded by 
clone pC3-hEDG5#3.4 



1 


MNECHYDKHM 


DFFYNRSNTD 


TVDDWTGtKL VIVLCVGTFF 


CLFIFFSNSL 


51 


VIAAVIKNRK 


FHFPFYYLLA 


NliAAADFFAG lAYVFLMFNT 


GPVSKTLTVN 


101 


RWFIiRQGLLD 


SSLTASLTNL 


LVIAVERHMS IMRMRVHSNL. 


TKKRVTLLIL 


151 


LVWAIAIFMG 


AVPTLGWkCL 


CNISACSSLA PIYSRSYLVF 


WTVSNIiMAFL 


201 


IMVWYLRIY 


VYVKRKnmi 


SPHtSGSiSR RRTPMKIiMKT 


VMTVIiGAFVV 


251 


CWTPGIiWLL 


LDGLNCRQGG 


VQHVKRWFtiL LALLNSWNP 


IIYSYKDEDM 


301 


YGTMKKMICC 


FSQENPERRP 


SRIPSTVLSR SDTGSQYIED 


SISQGAVCNk 


351 


STS 









Figure 4C: Predicted amino acid sequence of hEDGS encoded by 
clone pC3-hED65#28. 



1 


MNECHYDKHM 


DFFYNRGNTi) 


TVDDWTGt!d:j 


VIVLCVGTFF CLFIFFSNSL 


51 


viAAViiqsrRK 


FHFPFYYLLA 


NLAAADFFAG 


lAYVFLMFNT GPVSKTLTVN 


101 


RWFLRQGLLD 


SSLTASLTNL 


LVIAVERiJMS 


IMRMRVHSNL TKKRVTLLIL 


151 


LVWAIAIFMG 


AVPTLGWNCL 


CNISACSSLA 


PIYSRSYLVF WTVSNLMAFL 


201 


IMVWYLRIY 


VYVKRKTNVL 


SPHTSGSISR RRTPMKLMKT VMTVLGAFW 


251 


CWTPGLWLL 


LDGLNCRQGG 


VQHVraiWFLL 


LALLNSWNP IIYSYKDEDM 


301 


YGTMKKMICC 


FSQENPERRP 


SRIPSTVLSR 


SDTGSQYIED SISQGAVCNK 


351 


STS 
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Figure 4A: Aligned hedg-5 cDNA and x^redicted amino acid 
secjuence. The first 250 bp of DNA/seguence (lower case) xs 
derived from geno mic DNA flank j^ the 5' end of the cDNA 
insert from clone (^pC3-hedg5"3^ Sequences from nt 251-1523 are 
shown in lower case wherever apparent polymorphism^ in 
different human clones were found* Coding region polymorphisms 
are detailed in Table 1. One intron exists within the coding 
region of hedg-5, located between nt 996/997 of the cDNA 
sequence shown. 

caccttcctaacctgagcggcctagcctgggaaacaaacaattaaaatgtgcgccaaatg 
4 + - + -^^+ + ^ + 60 

gtggaaggattggactcgccggatcggaccctttgtttgttaattttacacgcgacttac 

ctgtggtaggaggtcaggggctatgtcctggaccaaaggacatttgcactgagacctgac 

61 ..--^ + - + .^ + .--... + 120 

gacaccatcctccagtccccgatacaggacctggtttcctgtaaacgtgactctggactg 

acttcaggtcttcaatrtcccttgatgggagttagccagaacgggcttagaaacagcaatt 

121 - + + - + — . + + + 180 

tgaagtccagaagttgagggaactaccctcaatcggtcttgcccgaatctttgtcgctaa 

gatggcttagtgactgattttacaaatgatatttgtttcttctttaaatttctttctagg . . 
181 +----..-^- + --- - + 4......,..^+ 240 

ctaccgaatcactgactaaaatgtttactataaacaaagaagaaatttaaagaaagatcc 

MNECH YDKHMD FFY- ' 
a t g 1 1 C a C 1 1 CTTCTCCACAATG AATG AGTGTCACTATG AC AAGCACATGG ACTTTTTTT 

241 + + 4. + + + 300 

tacaagtgaagaagAGGTGTTACTTACTCACAGTGATACTGTTCGTGTACCTGAAAAAAA 

N R S N T P T V D D W. T G t K L V I V L 
ATAATAGGAGCAACACTGATACTGTCGATGACTGGACAGGAACAAAGCTTGTGATTGTTt 

301 -^,.- + ^- + '> -+ _ + + 360 

TAtTATCCTCGTTGTGACtATGACAGCTACTGACCTGTCCTTGTT^ 

C V G T F F C li F I F F S N S L V I . - A A - " 
TGTGTGTTGGGACGTTTTTCTGCCTGTTTATTTTtTTTTCTAATTC 

361 • Hh-: + --..-^-.- + + . -- + .^ + 420 

ACACACAACCCTGCAAAAAGAGGGACAAATAAAAAAAAAGAtTAAGAGACCAGt^ 

V I K N R K F H F P F Y Y L I* A N L A A, 
CAGTGATCAAAAACAGAAAAtTTCATTTCCCCTTtTACTAGCTGTTGGCTA^ 

42i + + .-r^+--^^ - + 4 80 

GTCACTAGftTTTGTCTTtTAAAGTAAAGGGiGAAAA 

A D f' F A G I A Y V F L M F N T G P V S 
CtGCCGATTTCTTCGCTGGAATtGCCTATGTATtCCTGAtGTTTAACACAGGGC 

481 + - ^ + + + ^-.- + + 540 

GAGGGGTAAAGAAGCGACCTTAACGGATACATAAGGACtACAAATtGTGTCCGGGTCAAA 

KTL TVNRWFLR QGLLD SS L.T 
CAAAAACTTTGACTGTCAACCGCTGGTTTCtCCGTCAGGGGCTTCTGGACAGTAGCTTG^ 

541 _ + + - + + 600 

GTTTTTGAAACTGACAGTtGGCGACCAAAGAGGCAGTCCCCGAAGACCTGTCATCGAACT 



